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Revisiting the plant immune system from an
evolutionary point of view
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Extensive studies have revealed conserved and unique molecular mechanisms
underlying the plant immunity across different plant species. However, most
insights gleaned to date have been limited to seed plants, particularly
Arabidopsis. Thus, we still lack knowledge on generality of the proposed
conserved molecular mechanisms in diverse plant species covering early
diverging land plant lineages and streptophyte algae. Recent rapid
accumulation of plant genome information, including genomes of the
charophyte alga Chara braunii, the moss Physcomitrella patens, and the
liverwort Marchantia polymorpha, opened the door to investigate the origin
and diversificaton of the plant immunity-related genes. Our ongoing studies to
understand the evolution of pattern-recognition receptors and salicylic acid
pathway mainly utilizing Marchantia polymorpha as a tool will be discussed.
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